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For a related structure, further synthetic details and background references to imidazolines, see: Khalaji et al. (2008) . For related structures, see: Kia et al. (2008 Kia et al. ( , 2009 ); Rashid et al. (2007) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.08 e Å À3 Á min = À0.11 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SIR2002 (Burla et al., 2003) ; program(s) used to refine structure: JANA2006 (Petříček et al., 2006) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: JANA2006. 
Comment
As part of our ongoing studies of imidazoline derivatives (Khalaji et al., 2008) , we now report the synthesis and structure of the title compound, (I).
The dihedral angle between the N1/N2/C1-C7 and C8-C13 aromatic ring planes in (I) is 26.47 (6)°, which is comparable with related structures (Khalaji et al., 2008; Kia et al., 2008 Kia et al., , 2009 Rashid et al., 2007) . Atoms C14 and C15 in (I) are displaced from the mean plane of the C8-C13 ring by 0.1134 (17) Å and 0.1756 (18) Å, respectively.
In the crystal of (I), an N-H···N hydrogen bond links the molecules into chains propagating in [001] direction ( Fig. 2 ).
There are no aromatic π-π stacking interactions in (I) as the closest centroid-centroid separation of aromatic rings is 4.419 (1) Å, which contrasts with the situation in 2-(4-fluorophenyl)-1H-benzimidazole (Rashid et al., 2007) in which both N-H···N and π-π stacking help to establish the packing. The crystal structure of (I) is further stabilized by weak C-H···O interactions.
Experimental
The synthetic method used for the preparation of (I) was based on previous work (Khalaji et al., 2008) , except that 3,4-dimethoxybenzaldehyde (2 mmol) was used. Light yellow slabs of (I) were obtained by evaporation of a methanol solution of 
Refinement
All hydrogen atoms were discernible in difference Fourier maps and could be refined to reasonable geometry. According to common practice they were nevertheless kept in ideal positions with C-H distance 0.96 Å during the refinement. The isotropic atomic displacement parameters of hydrogen atoms were evaluated as 1.5×U eq (C) for methyl groups and 1.2×U eq (C, N) for all other hydrogen atoms. Refinement. The refinement was carried out against all reflections. The conventional R-factor is always based on F. The goodness of fit as well as the weighted R-factor are based on F and F 2 for refinement carried out on F and F 2 , respectively. The threshold expression is used only for calculating R-factors etc. and it is not relevant to the choice of reflections for refinement.
The program used for refinement, Jana2006, uses the weighting scheme based on the experimental expectations, see _refine_ls_weighting_details, that does not force S to be one. Therefore the values of S are usually larger than the ones from the SHELX program.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0209 (7) −0.0025 (5) 0.0012 (6) 0.0026 (5) C3 0.0316 (7) 0.0282 (7) 0.0193 (7) −0.0032 (6) 0.0030 (5) −0.0011 (5) C4 0.0299 (7) 0.0274 (7) 0.0268 (7) 0.0015 (5) 0.0081 (6) −0.0009 (6) C5 0.0260 (7) 0.0315 (7) 0.0281 (7) 0.0037 (6) 0.0017 (6) 0.0022 (6) C6 0.0262 (6) 0.0319 (7) 0.0224 (8) 0.0003 (5) −0.0016 (5) −0.0005 (6) C7 0.0241 (6) 0.0250 (7) 0.0193 (7) −0.0016 (5) 0.0035 (6) 0.0004 (5) C8 0.0255 (7) 0.0255 (7) 0.0205 (7) 0.0008 (5) 0.0008 (5) 0.0014 (5) C9 0.0247 (6) 0.0264 (7) 0.0204 (7) −0.0004 (5) −0.0001 (5) 0.0020 (6) C10 0.0304 (7) 0.0236 (7) 0.0193 (7) −0.0002 (5) 0.0023 (5) 0.0015 (6) C11 0.0265 (7) 0.0280 (7) 0.0238 (7) 0.0028 (5) 0.0033 (5) 0.0019 (6) C12 0.0259 (7) 0.0362 (8) 0.0258 (8) 0.0018 (5) −0.0037 (6) −0.0014 (6) C13 0.0303 (7) 0.0314 (7) 0.0215 (7) −0.0001 (6) −0.0013 (5) −0.0030 (6) C14 0.0336 (7) 0.0308 (8) 
